Table 1: D2 statistics* based clustering pattern and average inter and intra cluster d values of the different accessions of two different species of Echinochloa.

	Clusters
	Accessions grouped in different clusters
	d values of Clusters

	
	
	I
	II
	III

	I
	VRS-MB-1554, VRS-MB-1839, VRS-MB-886, VRS-MB-846, VRS-MB-1361, VRS-MB-1535, VRS-MB-1377, VRS-MB-871                 (n=8)
	1.76
	
	

	II
	IEC-530, IEC-531, IEC-540, IEC-545, IEC-546, IEC-547, IEC-548, IEC-549, IEC-555, IEC-556, IEC-542, IEC-533, PRB-9404                  (n=13)
	3.40
	2.25
	

	III
	IEC-535, IEC-538, VRS-MB-1202, VRS-MB-893, VRS-MB-889, VRS-MB-1506, VRS-MB-882, VRS-MB-1546, VRS-MB-1508, VRS-MB-1543, VRS-MB-858, VRS-MB-1372        (n=12)
	2.50
	3.41
	1.91


* The D2 analysis was done according to Murthy and Arunachalam, 1996. 

Eight different morphological characters (Germination percentage, Days to 50 percent flowering, Plant height, Number of fertile tillers, Panicle length, 1000 seed weight, Days to maturity and Yield per plant) were considered to study genetic diversity.

IEC and PRB: Accession number for the accessions of E. crus-galli, VRS-MB: Accession number for the accessions of E. frumentacea.

Table 2: Inter and intra species diversity among E. frumentacea and E. crus-galli accession on the basis of isozyme (Esterase and Peroxydase) analysis

	Accessions
	P
	A
	AP
	HT

	All
	54.50
	3.28
	3
	10

	E. frumentacea
	22.75
	3
	0.57
	6.2

	E. crus-galli
	45.45
	2
	0.57
	5.4


P- Percent Polymorphic Loci, A- Mean number of alleles per locus, AP- Mean number of alleles per polymorphic loci, HT- Total genetic similarity based on linkage distance

Each of the gel was run three times to confirm best reproducible results. 

